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TOM TAT

Nghién cttu dwoc thue hién nh3m xdc dinh tan s6 alen va tan s6 kiéu gen cuia da hinh gen
alpha (1, 2) fucosyltransferase (FUT1) va gen transporter associated with antigen processing (TAP1)
0 25 giong lon ban dia Viét Nam va 1 giéng lon ngoai. Tong s 1.300 mau mé tai duoc thu thap va
tach chiét ADN. Phuong phap PCR-RFLP duoc st dung d€ phan tich da hinh gen FUT1 va TAP1
béng enzym giéi han Hin6l va Mbol twong tmg. Két qua nghién ctru cho thay: da hinh gen FUT1,
chi thu dwgc 100% kiéu gen GG. Ddi v6i da hinh gen TAP1, da xac dinh duoc ba kiéu gen AA, AG,
GG va hai alen A va G trong 26 gidong. Trong d6, kiéu gen GG (c6 kha ndng khang manh vi khuan
E. coli gay tiéu chay 0 lon) xuat hién véi tan s6 cao ¢ nhiéu giéng lon ban dia nhu CBT (82%), SDL
(80%); ki€u gen AG xuét hién véi tan s cao nhat @ BBC (56%) va thdp nhat & SDL (14%); kiéu gen
AA c6 tan s6 cao nhat 6 MC (60%), khong xuét hién ¢ bon giong (HL, MT, CBT, DR). Alen G ¢6 tan
s0 cao (>0,5) ¢ hau hét cac giong nhuw HL (0,92), CBT (0,91), HCB (0,87), MT (0,81) ngoai trtrt MC
(0,20), VP (0,40), CAL (0,49). Tan s& alen A chiém thap (<0,5) ngoai trir MC (0,78), CAL (0,51). Két
qua giai trinh tw gen FUT1 khong phat hién dot bién G/A ¢ vi tri M307, da phat hién dot bién madi
thay thé nucleotide C/T cach vi tri M307 hai nucleotide va giai trinh tw gen TAP1 da x4c dinh duoc
dot bién diém G/A & vi tri G729. Ngoai trtr ba quan thé lon SDL, OL, DR, tan s0 kiéu gen & locus
G729 gen TAP1 ctia cac quan thé lon con lai déu & trang théi can bang Hardy-Weinberg.

Tt khoa: Gen FUT1, gen TAP1, lpn ban dia, PCR-RFLP.

ABSTRACT

Analysis of polymorphisms in the FUT1 and TAP1 genes in some Vietnamese
native pig breeds

The analysis of 25 native Vietnamese pig breeds and 1 foreign pig breed were carried out to
assess the allele and genotype frequencies of single nucleotide polymorphisms M307, G729 present
in the alpha (1, 2) fucosyltransferase (FUT1) and transporter associated with antigen processing
(TAP1) gene, respectively. A total of 1300 ear tissue samples were collected and total DNA extrac-
ted. The PCR-RFLP method was used to analyze the FUT1 and TAP1 gene polymorphisms using
the restriction enzyme Hin6l and Mbol, respectively. The results showed that: only GG genotype
was obtained (100%) in the FUT1 gene polymorphism. For the TAP1 gene polymorphism, three
genotypes AA, AG, GG and two alleles A and G were identified in 26 pig breeds. In native breeds,
the frequencies of the favoruable GG genotype were high such as CBT (82%), SDL (80%), and the
frequency of AG genotype was the highest in BBC (56%) and lowest in SDL (14%); the frequency
of AA genotype was the highest MC (60%), and not found in 4 breeds (HL, MT, CBT, DR). The G
allele was a high frequency (>0.5) in most breeds such as HL (0.92), CBT (0.91), HCB (0.87), MT
(0.81)...except MC ( 0.20), VP (0.40), CAL (0.49), meanwhile the frequency of A allele was low (<0.5)
except MC (0.78), CAL (0.51). Sequencing results of FUT1 gene were not found G/A mutation at
M307, besides, a new allelic variant was identified C/T distance two nucleotide from M307. The
G/A mutation at G729 TAP1 gene was detected in the sequencing results. Except for the SDL, OL,
DR breeds, the frequencies of TAP1 genotypes of the rest breeds were found to be in Hardy-Wein-
berg equilibrium at the G729 locus.

Keywords: FUT1, TAP1, Vietnamese native pig breed, PCR-RFLP.
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1. DAT VAN BE

Bénh tiéu chay gay ra boi vi khuan Esche-
richia coli (E. Coli) c6 anh huwdng khong nho toi
kha nang sinh trueong ¢ lon ddc biét trong giai
doan lon con theo me va sau cai stra (Nguyén
Anh Tuén va Nguyén Ba Tiép, 2013). Hé qua
dan dén lon con bi tiéu chay va kha ning
ti vong cao (Ly Thi Lién Khai va ctv, 2015).
Song song voi cac bién phap kiém dich truyén
thong, viéc stt dung cac chi thi di truyén phan
te¢ duwgc xem la chia khoa hitu hiéu dé phat
hién truc tiép cac gen lién quan téi kha nang
khéng bénh tiéu chay & lon. Gen FUTI nam
trén NST6 la mot trong nhitng gen tham gia
vao qua trinh diéu khién su bién hién cua thu
thé cho ddc t6 cta vi khuan, o lién quan chat
ché dén su chong bam dinh caa vi khuan E.
coli vao rudt non lon (Meijerink va ctv, 1997;
Bao va ctv, 2008). Giai trinh ty vung khung
doc mo gen FUTI, phat hién dét bién diém
G/A tai vi tri 307 (M307). Nhiing ca thé mang
dot bién diém M307 c6 kha nang khang vi
khudn E. coli gdy bénh tiéu chay. Pa hinh
M307 gen FUT1 cho thay nhitng ca thé c¢é kiéu
gen AA c6 kha nang khang vi khuan E. coli,
con nhitng ca thé mang kiéu gen AG, GG thi
man cam véi vi khudn E. coli gay bénh (Bao va
ctv, 2011a,b; Bao va ctv, 2012a,b). Gan day, gen
TAPI ndm trén NST7 duoc xac dinh ¢6 vai trd
quan trong trong cac phan tng mién dich va
kha nang khang bénh tiéu chay lién quan dén
vi khuan E. coli & lon (Zhang va ctv, 2015). Dot
bién diém G/A & vi tri 729 (G729) dugc phat
hién trong exon 3 gen TAP1. Da hinh G729 gen
TAP1 cho thay nhitng ca thé c6 kiéu gen GG
c6 kha nang khang vi khuan E. coli manh hon
lon c6 kiéu gen AG va AA (Zhao va ctv, 2014;
Zhang va ctv, 2015). Nhu vay, diém da hinh
M307 (G/A) gen FUT1 va G729 (G/A) gen TAP1 1a
nhitng da hinh quan trong lién quan téi kha nang
khang vi khuan E. coli gay bénh tiéu chay ¢ lon.

Nghién cttu nay duoc thuwc hién d€ phan
tich da hinh di truyén tai vi tri M307 gen FUT1
va G729 gen TAP1 trén 25 giéng lon ban dia
Viét Nam nham phat hién cic cd thé mang
alen, kiéu gen c6 kha nang khang bénh tiéu

chay gay ra boi vi khuan E. coli, tv d6 cung
cdp co s6 khoa hoc hd trg trong cong tac chon
tao giong lon c6 kha nang khang bénh tiéu
chay gay ra boi E. coli.

2. VAT LIEU VA PHUONG PHAP NGHIEN CUU

2.1. Vit liéu

Nghién ctru thuc hién trén 26 gidng lon,
trong d6, 25 giong lon ban dia dugc thu thap
tlr cac vung dia ly khac nhau trén lanh tho Viét
Nam va 1 gidng lon ngoai (Duroc) duoc thu
thap tai Cong ty TNHH lon gidng hat nhan Da-
baco (Bac Ninh). Téng 56 1.300 mau mo tai duwroc
bao quan ¢ nhiét do -20°C tai Phong thi nghiém
trong diém cong nghé t& bao dong vat, Vién
Chéan nudi d€ tién hanh tach chiét ADN tdng so.

Bang 1. Giong lon, dia diém va s8 lwgng mau

TT  Gidnglon Diadiém Viéttit S miu
1  Hung Ha Giang  HHG 50
2 LuangPu Ha Giang LP 50
3 Tap N4 CaoBing TN 50
4 Huong Cao Béng HCB 50
5 HalLang Cao Bang HL 50
6  Muong Khuong Lao Cai MK 50
7 Ban Yén Bai BYB 50
8 Ban BicCan  BBC 50
9 Ban Lai Chau BLC 50
10 Muong Te Lai Chau MT 50
11 Ban Son La BSL 50
12 Maén HoaBinh ~ MHB 50
13 Ltng Pht Tho LPT 50
14 Mong Caéi Quang Ninh ~ MC 50
15 Co Thanh Héa  CTH 50
16 Xao Va Nghé An XV 50
17 Meo Nghé An MNA 50
18 Van Pa Quang Tri VP 50
19 Co Quang Nam CQN 50

20 Co ALuéi CAL 50

21 Kiéng Sét Quang Ngai ~ KS 50

22 Co Binh Thuan  CBT 50

23 ChuProng Gia Lai CHP 50

24 Séc DécLiac  SDL 50

25 OLam An Giang OL 50

26 Duroc CT DaBaCo DR 50

Téng 1.300

Mot sO trinh tu gen FUTI cong bo trén
ngan hang gen thé gidi (Genbank) duoc sk
dung d€ phéan tich mtc d6 twong dong véi
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trinh tw gen FUTI cta cac giong lon ban
dia Viét Nam, gom cac ma sd: L50534.1,
AK343389.1, NM_214068.2, U70883.2,
AF136896.1, CU929759.7.

2.2. Phuwong phap

ADN tdng s§ dugc tach chiét tir mau mo
bang bo kit Dnease Blood & Tissue Kit ctia
hang Quiagen, dwoc bao quan ¢ nhiét do
-20°C. Sau khi tach chiét, ADN téng s6 duoc
kiém tra bang phuong phap dién di trén gel
agarose 1%.

Gen FUT1 (421bp) duwgc khuéch dai
bang phan tng PCR véi cac cdp mdi theo
cong bd cua Meijerink va ctv (1997): moi xudi
5"-CTTCAGCCAGGGCTCCTTTAAG-3’,
moi nguoc
5-CTGCCTGAACGTCTATCAAGACC-3'.
Gen TAP1 (767bp) dwoc khuéch dai bang phan
tng PCR v6i cdp mdi theo cong bd ciia Zhao va
ctv (2014): mdi xudi 5'-GAAATGTGGATAA-
GAGCA-3’, mdi nguoc 5-AAACAGACG-
GATAATGAAAGAGG-3’. Phan ung PCR
duoc thuc hién voi tong thé tich 25ul gom 2,5l
dém PCR 10X; 2,5ul dNTPs 2mM; 2,5ul MgCl,;
1l mdi xudi va 1l mdi nguoc 10pM; 0,3ul Taq
polymerase (1u/ul), 1ul ADN 50-100ng. Chu
trinh nhiét nhan doan gen FUT1: 94°C/3 pht,
tiép theo 35 chu ky ¢ 94°C/45 giay, 58°C/30 giay,
72°C/45 giay va 72°C/5 phuat. Chu trinh nhiét
nhan doan gen TAP1: 95°C/5 phut, tiép theo 30
chu ky & 95°C/30 giay, 52°C/40 giay, 72°C/45
giay va 72°C/10 phut.

Da hinh cua gen FUT1 va TAP1 duoc xac
dinh bang ky thuat PCR-RFLP (Polymerase
Chain Reaction-Restriction Fragment Length
Polymorphism). San phdm PCR nhan doan
gen FUT1 va TAP1 dwgc u voi 5U enzym
cit dic hiéu twong tng Hin6l va Mbol trong
thoi gian 8-10 tiéng & 37°C. Két qua cat duoc
xac dinh bang phuong phép dién di trén
gel agarose nong do 1,5%, anh chup bang
hé thong GelDoc dudi anh sang tia tr ngoai
UV, sit dung marker ADN chudn. Déi véi
gen FUT1 c6 ba kiéu gen: AA (328/93bp), GG
(241/93/87bp) va AG (328/241/93/87bp). Doi
véi gen TAP1 c6 ba kiéu gen: AA (767bp), GG

(628/13 bp) va AG (767/628/139bp).

Dé& khang dinh diém dot bién M307, G729
twong tng voéi gen FUTI va TAP1, cac san
pham PCR duoc tinh sach theo quy trinh kit
tinh sach ctia hang Invitrogen. Quy trinh duoc
lap cho giai trinh tu tw dong theo module
BigDye® Terminator™ st dung d€ lam sach
sau giai trinh tu bang kit Polymer: POP7 va
Capillary 3130&3100-Avent Capillary Array
(36cm) trén hé thong may giai trinh tu ABL
2.3. X 1y s6 liéu

Tan s6 cac alen va kiéu gen duoc tinh toan
bang phan mém thong ké sinh hoc va can bang
Hardy-Weinberg (HWE) duoc kiém dinh bang
phuong phéap Chi-square test (x?). Tan s alen
duoc tinh theo cong thitc: p=(2AA+AB)/2N va
q=(2BB+AB)/2N, trong d6 p la tan so alen A;
q la tan s0 alen B; N 1a tong s6 mau nghién
ctru. Két qua giai trinh te dwoc phan tich bang
phan mém BioEdit version 7.2.5 d€ xac dinh
diém dot bién.

3. KET QUA VA THAO LUAN

3.1. Pa hinh gen FUT1 va TAP1

Nong do ADN tong so sau tach chiét duoc
do trén may Quibit 3.0 thu duoc 95+110 ng/
ul, cho thdy ADN tach chiét dat yéu cau cho
phan tng PCR. Tién hanh khuéch dai doan
gen FUTI va TAP1 véi cac cdp moi ddc hiéu.
San pham PCR duoc kiém tra br?mg dién di
trén gel agarose 1,5%, két qua hinh anh 1a mot
bang ADN sang rd, khong cé bang phu, c6 kich
thudc twong tng 421bp gen FUT1 va 767bp
gen TAP1, nhu vay doan gen FUT1 va TAP1 da
dwoc nhan lén thanh cong (Hinh 1A, 2A).

Theo ly thuyét doan gen FUTI c¢6 chia
hai diém cat ctia enzym Hin6l, vi vay cho hai
alen A (328/93bp) va alen G (241/93/87bp) va
c6 thé tao thanh ba kiéu gen khac nhau, tuong
tng voi cac kich thuwdc: AA (328/93bp), GG
(241/93/87bp) va AG (328/241/93/87bp) (Hinh
1B). Boan gen TAPI theo ly thuyét c6 chira
mot diém cit cua enzym Mbol, tao ra 2 alen A
(767bp) va G (628/139bp), twong ting vai 3 kiéu
gen: AA (1 bang 767bp), GG (2 bang 628/13bp)
va AG (3 bang 767/628/139bp) (Hinh 2B).

KHKT Chén nudi so 283 - thang 12 nam 2022



DI TRUYEN - GIONG VAT NUOI

PCR GG GG AA AG GG

Hinh 1. Phé dién di da hinh PCR-RFLP gen
FUT1 (M307)

A: M: Marker 100bp; 1-7: San phidm PCR gen FUTI;
B: M: Marker 100bp; Sén phdm cdt ciia Hin6l véi gen
FUT1

I 2 34 85 ¢ 71 M GG AG AG AA GG M AG GG AG PCR

19

Hinh 2. Phé dién di da hinh PCR-RFLP gen
TAP1 (G729)
A: M: Marker 100bp, 1-7: San phdm PCR gen TAP1; B:
M: Marker 100bp, San phdm cat ctia Mbol v6i gen TAP1

3.2. T4n s6 kiéu gen, alen ctia da hinh gen FUT1

Su phéan bo tan sd kiéu gen va tan so alen
cua da hinh M307 gen FUTI & 26 gidng lon
duoc trinh bay ¢ bang 2 cho thay, kiéu gen
GG xuat hién véi tan s6 100% ¢ 11 gidng gom
HHG, LP, TN, MK, BBC, BLC, MC, XV, MNA,
CAL va CBT.

Bang 2. Tan s6 phan bé ki€u gen/alen ctia da hinh
M307 gen FUT1 6 26 quan thé lon (n=50/giong)

e Pa hinh gen FUT1-Hin6l
Giong —
Ion~ Tan so kiéu gen (%)

Tan s6 alen

o
—
[S34
Oop
[e]
=&
-

AA AG GG A G =
HHG 0 0 100 0 1 N
LP 0 0 100 0 1 N
TN 0 0 100 0 1 N
MK 0 0 100 0 1 N
BBC 0 0 100 0 1 N
BLC 0 0 100 0 1 N
MC 0 0 100 0 1 N
XV 0 0 100 0 1 N
MNA 0 0 100 0 1 N
CAL 0 0 100 0 1 N
CBT 0 0 100 0 1 N
HCB 0 20° 80 0,10¢ 0,904 0,1574

HL 0 12° 88 0,06c 0,944 0,2037
BYB 42 8 88 0,08 092¢ 10,4206
MT 0 4° 96 0,02¢ 0,984 0,0208
BSL 0 2b 98 0,01c 0,994 0,0051
MHB 0 4° 96 0,02¢ 0,984 0,0208
LPT 0 12° 88 0,06c 0,944 0,2037
CTH 0 4> 96 0,02¢ 0,984 0,0208
P 0 6° 94 0,03 0,974 0,0478
CON 0 20 98 0,01¢ 0,994 0,0051
KS 0 4> 96 0,02 0,984 0,0208
CHP 0 4> 96 0,02¢ 0,984 0,0208
SDL 0 14° 86 0,07¢ 0,934 0,2833
OL 6* 58° 36 0,35¢ 0,654 3,7737
DR 0 220 78 0,11¢ 0,894 0,7638

Ghi chii: N: khong xdc dinh gid tri x*. x*(1, 0,05)=3,841:
Gid tri x* bang (df=1, P=0,05);

a: kiéu gen TT, b: kiéu gen CT, c: alen T, d: alen C (két
qud sau Qidi trinh tw phdt hién dgt biéh moi)

Giai trinh ti xac dinh dot bién diém M307
(G/A) gen FUT1: Tir két qua phan tich PCR-
RFLP, da xac dinh 2 giong BYB, OL c6 3 kiéu
gen AA, AG, GG va 13 gidng c6 2 kiéu gen AG
va GG (HCB, HL, MT, BSL, MHB, LPT, CTH,
VP, CQN, KS, CHP, SDL, DR). Chung ti tién
hanh giai trinh ty doan gen FUT1 cua tat ca ca
thé mang ki€u gen AA, AG va mdt sO ca thé
mang kiéu gen GG cua 15 gidng nay dé xac
nhan dot bién thay thé' G/A tai vi tri M307 cua
gen FUT1. Két qua giai trinh tw dwoc phan tich
bang phan mém Bioedit version 7.2.5 (Hinh 3).

1560
GO O AG GG T C A G O

Hinh 3. Két qua giai trinh tw doan gen FUT1
chita SNP M307

Phin déng khung la vi tri SNP M307 chi la kiéu gen GG

Phin miii tén la vi tri dot bién méi C/T (A: kiéu gen CC;
B: kiéu gen CT; C: Kiéu gen TT)
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Hinh 3A da xac dinh duwoc nucleotide G
¢ vi tri M307 ctia ca thé mang kiéu gen GG.
Tuy nhién, két qua giai trinh tu cac ca thé co
kiéu gen AA, AG (Hinh 3B, 3C) lai khong phat
hién dot bién thay thé' G/A (GCGC>ACGC) o
vi tri M307, thay vao dé dot bién thay thé' C/T
(GCGC> GCGI) duoc phat hién cach vi tri
M307 hai nucleotide. Dot bién mdi nay ciing
lam thay déi vi tri nhéan biét ctia enzym Hin6l
tai diém M307 tao thanh kiéu gen TT (2 bang
328/93bp) va CT (4 bang 328/241/93/87bb) co
cac kich thudc bang ADN tuong tu kiéu gen
AA va AG (theo cong bd Meijerink va ctv,
1997). Do vay, két qua phan tich PCR-RFLP
qua hinh anh dién di trén gel agarose sé
khong phan biét duoc cac san pham cit ctia
enzym Hin6l (cac kich thudc bang ADN thu
duoc) la do dot bién G/A hay C/T. Nhu vay,
qua két qua giai trinh tu chung t6i xac nhan
lai 12 tai vi tri da hinh M307 cua 15 giong HCB,
HL, BYB, MT, BSL, MHB, LPT, CTH, VP, CQN,
KS, CHP, SDL, OL, DR chi c6 mot kiéu gen
GG (100%), khong c6 kiéu gen AA va AG. Dot
bién mdi C/T duoc xac dinh ¢ 15 giong gom
14 giong ban dia va 1 giong ngoai, thu duoc 3
kiéu gen TT, CT, CC va 2 alen C, alen T. Kiéu
gen TT chi xuat hién ¢ giong BYB, OL vdi tan
sO tuong ting 4% va 6%; Kiéu gen CT duoc xac
dinh & 15 gidng gom HCB (20%), HL (12%),
BYB (8%), MT (4%), BSL (2%), MHB (4%),
LPT (12%), CTH (4%), VP (6%), CQN (2%), KS
(4%), CHP (4%), SDL (14%), OL (58%) va DR
(22%). Alen T xuat hién véi tan so tir 0,01-0,35,
cao nhat o OL (0,35); trong khi alen C chiém
tan so twr 0,65-0,99, cao nhat & BSL(0,99), CQN
(0,99). Bot bién C/T cing dwgc phat hién &
trinh tw CU929759.7 boi Panagiotidis cong bd
trén ngan hang gen. Dot biéh C/T ciing dan
dén thay thé axit amin Proline (CCA)>Serine
(UCA), tuy nhién dot bién nay kha nang
khang vi khuan E. Coli hay khong thi van chua
dwoc xac dinh.

Trong nghién ctru nay, chi thu dwgc mot
kiéu gen man cam GG ¢ 25 gidng lon ban dia,
két qua c6 xu hudng twong tw véi cong bo cua
Bao va ctv (2008, 2011); Cuong va ctv (2012)
la hau hét cac giong lon ban dia Viét Nam,

Trung Qudc chi cé kiéu gen man cam GG,
AG. Céc nghién ctru trude day cho thay, kiéu
gen AA xudt hién & mot s6 giong lon ban dia
Chau Au véi tan s8 cao nhu giong Zlotnicka
Spotted (37,5%) (Klukowska va ctv, 1999) va
xuat hién véi tan sd thap ¢ mot sd giong nhu
Duroc (13,6%), Pietrain (16,7%), Large White
(5,2%), Yorkshire (0,98%) va Landrace (7%)
(Bao va ctv, 2008; Cuong va ctv, 2012; Zhang
va ctv, 2015; Do Duc Luc va ctv, 2020). Tuy
nhién, trong nghién cttu nay, ki€éu gen AA lai
khong xuat hién ¢ giong Duroc (DR). Két qua
trong nghién cttu nay trén cac giong lon ban
dia Viét Nam 100% kiéu gen GG la hé qua cua
qua trinh chon loc @€ thich nghi véi ché do
an ngheo dinh dudng, thich hop sinh thai dia
phuwong, khéng c6 nhiéu ap luc chon loc vé
nang sudt (c6 tdc do sinh trueong thap). Trong
khi cac gidong lon ngoai chiu anh hudng cua
viéc chon loc cuong d cao vé nang suat, chat
lwong thit trong thoi gian dai nén da cai thién
duoc di truyén vé kha nang khang E. coli.

3.3. Tan s6 ki€u gen, tan so alen ctia da hinh
gen TAP1

Su phan b tan so kiéu gen va tan so alen
cua gen TAPI trong 26 giong lon duoc trinh
bay ¢ bang 3. Két qua ¢ bang 3 cho thay, da
hinh G729 gen TAP1 thu duoc 3 kiéu gen AA,
AG, GG va hai alen A, alen G.

Gidi trinh tu xac dinh d6t bién diém G729
(G/A) gen TAPI: Tt két qua phan tich da hinh
PCR-RFLP gen TAP1, chting tdi tién hanh giai
trinh tu mot sd ca thé mang ki€u gen GG, AG,
AA dé€ xac nhan dot bién diém G/A tai vi tri
G729. Céc trinh tir sau khi dwoc xtr ly va phan
tich bang phan mém Bioedit dé thu dwoc trinh
tw doan gen TAP1 can phan tich, két qua da
x4c dinh diém da hinh tai vi tri G729 vdi s
thay thé nucleotide G/A (GATC>AATC), hoan
toan phu hgp véi két qua phan tich PCR-RFLP
(Hinh 4).

Két qua bang 3 cho thay, kiéu gen dong
hop ti GG (c6 kha nang khang manh E. coli)
va kiéu gen di hop t& AG xuat hién 6 ca 26
giong, trong d6 kiéu gen GG xuat hién voi
tan s6 cao 0 nhiéu giong nhw CBT (82%), SDL
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(80%), HCB (76%), HL (74%), BSL (68%) ngoai
trir giong MC (4%). Kiéu gen AG xuat hién
voi tan sd tir 14-56%, cao nhat & BBC (56%) va
thap nhat & SDL (14%). Kiéu gen AA khong
xuat hién ¢ 4 giong HL, MT, CBT, DR, c6 tan
56 kha thap & gidng HCB (2%), LPT (4%), BLC
(6%), tan sd cao nhat @ MC (60%). Alen G ¢6
tan sd cao (>0,5) & hau hét cac giong nhu HL
(0,92), CBT (0,91), HCB (0,87), MT (0,81) ngoai
trir MC (0,2), VP (0,40), CAL (0,49). Tan & alen
A thap (<0,5) 6 hau hét cac giong ngoai trit MC
(0,78), CAL (0,51). Tan s6 kiéu gen/alen tai lo-
cus G729 gen TAP1 trong cac quan thé nghién
cteu déu tuan theo dinh ludat HWE ngoai trir 3
quan thé SDL, OL, DR. Két qua nay cua ching
toi twong tw voi Zhao va ctv (2014); Zhang va
ctv (2015) cho thay kiéu gen GG c6 tan sd kha
cao ¢ giong lon LW (69,5%) va Pudong White
(70,8%). Két qua trong nghién ctru nay cho
thdy, kiéu gen GG xudt hién véi tan s cao ¢
nhiéu giong, day dugc xem la 1gi thé' vé tiém
nang di truyén cua cac giong lon ban dia Viét
Nam, dong thoi day cling la co s& khoa hoc cho
viéc chon loc gidng lon mang kiéu gen khang
bénh tiéu chay gay ra boi vi khuan E. coli.

Bang 3. Tan s6 phan bé ki€u gen/alen ctia da hinh

G729 gen TAP1 6 26 quan thé lgn (n=50/giong)

DPa hinh gen TAP1-Mbol

Gidng o Tan s6
lon Tan so6 kiéu gen (%) alen x%(1, 0,05)

AA AG GG A ¢
HHG 12 42 46 0,33 0,67 0,1793
LP 24 36 40 042 0,58 3,4082
TN 18 48 34 0,47 0,63 0,0109
HCB 2 22 76 0,13 0,87 0,0376
HL 0 26 74 0,18 0,92 1,1164
MK 8 42 50 0,34 0,76 0,0198
BYB 10 40 50 0,30 0,70 0,2416
BBC 22 56 22 0,50 0,50 0,7200
BLC 6 46 48 029 0,71 0,6850
MT 0 38 62 0,19 0,81 2,7511
BSL 8 24 68 0,20 0,80 3,1250
MHB 20 52 28 046 0,54 0,1090
LPT 4 32 64 0,20 0,80 0,0000
MC 60 36 4 0,78 0,20 0,1198
CTH 14 38 48 0,33 0,67 0,9893
XV 8 38 54 023 0,73 0,0649
MNA 20 42 38 041 0,59 0,8695

vp 42 36 22 0,60 0,40 3,1250
CQON 16 44 40 038 0,62 0,2192
CAL 30 42 28 051 049 1,2746
KS 24 44 32 046 0,54 0,6536
CBT 0 18 82 0,09 091 0,4891
CHP 10 42 48 031 0,69 0,0166
SDL 6 14 80 013 087 7,2610
OL 12 26 62 025 0,75 4,7022
DR 0 44 56 022 0,78 3,9776

Ghi chii: Gid tri x* bang (df=1, P=0,05)
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Hinh 4. Két qua giai trinh tu doan gen TAP1
chita SNP G729 (G/A)
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A: kiéu gen GG; B: kiéu gen AG; C: Kiéu gen AA. Phin
dong khung la vi tri da hinh

4. KET LUAN

Da hinh M307 gen FUT1, xac dinh 100% ca
thé c6 kiéu gen GG ¢ ca 26 giong. Két qua giai
trinh tu doan gen FUTI, phat hién dot bién
maoi C/T cach vi tri M307 hai nucleotide lam
thay doi axit amin Pro thanh Ser, xuat hién ¢
14 gidong ban dia va 1 gidng ngoai. Pa hinh
G729 gen TAP1, da xac dinh duwoc kiéu gen
GG (c6 kha nang khang vi khuan E. coli) ¢ ca
25 gidng ban dia. Két qua nay cho thay nhiéu
giong lon ban dia Viét Nam c6 tiém nang di
truyén vé kha nang khang vi khuan E. coli gay
bénh tiéu chay. Nhing két qua nay la cac luan
ctt khoa hoc cho viéc phat trién cac nghién cttu
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tiép theo va hd tro cac chuong trinh chon loc
giong lon ¢ kha nang khang bénh.
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ANH HUONG CUA PA HINH GEN PROLACTIN PEN MOT SO

TINH TRANG SINH SAN O VIT LAl HUONG TRUNG TB
Lé Bia Chung", Vo Thi Kim Ngan?, Lé Tan Loi* va Hoang Tudn Thanh'
Ngay nhan bai bao: 03/10/2022 - Ngay nhan bai phan bién: 23/10/2022
Ngay bai bdo duoc chap nhan dang: 04/11/2022
TOM TAT
Nghién cttu dueoc thie hién trén nhém vit lai hwdng trl’)mg TB gitra vit trong TC va vit mai
Bién. Phan cat san pham khuéch dai gen prolactin trén exon 5 bang enzyme Pstl, két qua cho thay
c6 da hinh 6 PRL/PstI v6i 2 allen C va T dwoc nhan dién véi tan sd tuong tng la 0,82 va 0,18; tan
s0 kiéu gen CC la 0,66; CT 1a 0,32 va TT la 0,02. Gi4 tri vé€ ham lwong thong tin da hinh (PIC) b:ng
0,2516; hé s6 di hop mong doi (H ) 1a 0,2952. Nhom vit lai hwedng trizng TB véi kiéu gen CC ¢6 tudi
dé thap hon c6 y nghia so v6i CT (145,27 ngay so v6i 152,25 ngay; P<0,05) va nang suét tring dén
38 tuan tudi cao hon c6 y nghia (99,27 qua so v6i 92,42 qua; P<0,05). Khong co sw khac biét vé khoi

! Trung tdm Nghién cttu va Phat trién Chan nu6i Gia cdm VIGOVA.

2 Truong Pai hoc Nong Lam Tp. H6 Chi Minh.
*Tac gia lién hé: Th.S Lé B4 Chung, Trung tam Nghién cttu va Phat trién Chan nudi Gia cdm VIGOVA; Dién thoai: 0935393945;
Email: lebachungbmt@gmail.com.
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