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UNG DUNG CHi THI MICROSATELITE PHAN BIET
QUAN BAN TOM HUM XANH (Parulinus homarus)
O VIET NAM VA SRI LANKA
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TOM TAT

Tom hiim xanh (Parulinus homarus) phan bé rong rai & Viet Nam, 14 hai san ¢é g4 tn kinh té cao va d6i
fueng nuét & cae tinh muén Trung. Nam (05) chi thi Microsatelte dior sit dung dé khao sat da dang, khac
biét di truyén va céu tric quan thé tém hiim xanh & Viét Nam va Sri Lanka. Téng s6 50 alen dugc phat hién
trén ca 2 quén thé Viet Nam va Sri Lanka (42 & Viet Nam, 38 & Sri Lanka), 9/10 vi tri microsatellite khang
tuan theo dinh luat can bing HW. Quén thé tom him xanh Viet Nam thé hién da dang di truyén cao hon
quén thé Srt Lanka. O quén thé tém hium Viet Nam c6 s6 alen trung binh - va hé s6 di hop tir quan sat lin
lwot 12 8,4+1,778 va 0,540+0,108, trong khi quan thé tém him xanh ciia Sri Lanka c6 sg alen trung binh la
7,6£1,166 va he 6 di hop b quan sat 1a 0,367+0,077. Gia i khac biet di truyén Fst 1a 0,021 (P<0,05) phan
tich DAPC cho thiy sy phan tach biét gira hai quan thé, trong khi kiém tra AMOVA lai khong ¢6 su sai
khac ¢é ¥ nghia (P=0,99). Nghién ctru hién tai cung c4p din liéu vé dic mmg di truyén quén thé tom ham
xanh & Viét Nam trén co s& so sanh vén quin thé Sri Lanka. Thu thap miu tom him xanh theo pham vi
phan b va khio sat cac chi thj microsatellite vén s luong 16m 12 rat can thiét dé xay dyng dinh huéng bao
tén va quan 1y nguén loi tom hitm xanh & Viét Nam bén vimg.

T khéa: Dr truyén, microsatelites, quin thé, tom hum xanh.

1. DAY VN bE

Tém hiim 14 mot trong nhirng hai san c6 gié tri
throng mai cao va duoc heu thy trén toan the gion.
Tom hum phén bé chi yéu doc theo khu vuc An Do
Duong va Thai Binh Duong (Phillips, 2013). Trén thé
gibi, san luong cua tom hum khoang 270.000
tan/nam trong d6 c6 dén 98% la dang tir khai thac tr
nhién con lai 12 do nudi trdng. Giéng tém hum gai
(Panulirus spp.) chiém 28% (FAQ, 2015). Viét Nam la
mot trong nhimg nha cung cap t6m hiun lon véi san
luong khai thac hang nam khoang 1.500 - 2.000
tin/nam, trong duong 3 - 4 nghin ti déng (Téng cuc
Thiy san, 2015), chiém 2% tong san lugng tom hum
gai trén thé gidi. Tém hum xanh va tom him bong 12
2 loai duoc nuoi phé bi€n & ving Nam Trung b, Viét
Nam.

Ky thuat Microsatellites hay chuéi 1ap lai don
gidn (Simple Sequence Repeats-SSR) 1a cong cy hiu
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ich, duoc img dung rong rdi trong danh gi4 da dang
di truyén, dinh loai tom him, lén két vong doi va
nghién ciu cdu triie di truyén quin thé (Dao ef al,
2015; Delghandi et al, 2017; Lllis ef a/, 2017). Cho
dén nay, mot s6 chi thi microsatellites dic trung cho
tom him gai duge xac dinh va ¢6 thé img dung trén
nhiéu loai va cac khu vie dia ly (Ben-Horin ef al,
2009; Dao ef al, 2013; Delghandi et al, 2016; Santos
et al, 2018).

Nghién cru ndy tmg dung cac chi thi
Microstellites nhim khao sat da dang di truyén va
dac tung quén thé cda tom hum xanh (Panulirus
homarus) doc theo bé bién nuén Trung, Viet Nam va
phan dinh vé1 quin thé & Sri Lanka, lam co s¢ cho
cOng tac bao tén, quan 1y nguén lei, cing nhu di
truyén chon gidng dinh huéng phat trién nghé nuéi
bén vimg.

2. DOI TUDNG VA PHUONG PHAP NGHEN CUU

2.1. Déi trong, dia diém nghién ciru va phuong
phap thu mau

Tom hum xanh (P, hlomarus) tu nhién duge thu
& Viet Nam va Sri Lanka, méi khu vue thu 30 ca theé.
Tai Viét Nam, mav duge thu & phudng Puc Long,
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thanh phé Phan Thiét, tinh Binh Thuan: xa Van
Hung, huyén Van Ninh, tinh Khanh Hoéa; xa Cat
Khanh, huy¢n Phu Cat, tinh Binh Dinh; xa Tinh Ky,
huyén Son Tinh, tinh Quang Ngai; phuong Phuéc
My, ban dao Son Tra, thanh phd Pa Ning dai di¢n
cho khu vyc phan bé & mién Trung, méi tinh chon 6
ca thé. Do dac thi khoang cach dia ly, mau tom hiam
chi duoc thu tai mét dia diém (Negombo) & Sri
Lanka. Dia diém thu mau dugc trinh bay & hinh 1.
Mau tom dugc thu tryc tiép hir cac ngu dan danh bat
tém hum. Sau khi dinh danh chinh xac dya trén dac
diém hinh thai (Geoge va Holthius, 1965), méau co va
chan boi duge bao quan trong con tuyét déi, sau d6
chuyén vé phéng thi nghiem va su dung cho cac
nghién cuu ti€p theo.

2.2. Tach chiét ADN, khuéch dai dra trén chi thi
microsatellite

ADN dugc tich chiét tir 25 mg miu mé co chd
yéu v6i mau tom hum tr Sri Lanka) cha timg ¢4 thé
téom ham bing bé kit Wizard Genomic DNA
Purification (Promega) theo huéng dan cia nha sin
xuat.

Nghién ctru hién tai si dung 5 chi thj phan tu
microsatellite duoc lyga chon tr nghién clu cua
(Delghandi ef al, 2016). Déi véi mbi cap mbi, méi
xuéi duoc gan chi thi huynh quang FAM hoac HEX &
d4u 5'. Pong thed, nghién ctru t6i wu t6 hop méi cho

phan img PCR da moi gom PCR | (Pho-G45 va Pho-
G62), PCR 1 (Pho-G74 va Pho-G91) va PCRIIT (Pho-
G100). Théng tin chi tiét vé trinh ty doan mol, mau
huynh quang, kiéu MAp ctia méi dupx trinh bay o bang 1.
Phan img khuéch dai PCR duoc thyc hien véi thé
tich 25 ul gém 12,5 pl GoTaq Master Mix 2X
(Promega), 1 pl mbi loai mér (10 mM), 5 ul mdu
DNA va nuéc cho du thé tich. Phan tmg duoc chay
trén may luan nhiét leycler (Bio-Rad) theo chu trinh
nhiét d6: bién tinh ban dau ta1 94°C trong 3 phit sau
d6 1a 35 chu ky ctia 94°C trong 30 gidy, nhiét do lai
(Bang 1) trong 45 gidy, 72°C trong 30 gidy; cudi cling
la budc kéo dai 72°C trong 5 phul San phim cia
phan img PCR dugc dig¢n di trén gel garose 1,5%,
nhuém Ethidium bromide va quan sat két qua duéi
tia cyc tim.

A_, PO L TN, )
Hinh 1. So db dia diém thu miu (ch4dm trén mau

xanh) ciia tém hum xanh (Papulirus homarus) tai
Viét Nam va Sri Lanka

Béng 1. Théng tin vé c4c chi thi microsatellite duge sit dung trong nghién ciru

T6 hop Nhiet
PCR da Locus Kiéu lap a6 lai Trinh trmbi (5" - 3) Do dai (bp)
i C)
FAM_F-GGATGGCAGAGGAGGCAAC
PhoG4S | AGAT 364394
PCR1 s6 | R GTTTCTTCGAACCCGGAGACAAATGC
Ny HEX_F-CGTAGCTAGGACGCCATTTG
R || AT R GTTTCTTTTGAGCCAACGTCCCAGTC 17198
FAM_F-ACGTCCACTTACGAGAGCC
PhoG74 | A - 176204
PR e G g5 | RGITTCTTCCCAGGAATATGCTTTGTGCC
NIy HEX_F-AGAGCAACTCTCGTGAGCC 245263
R- GTTTCTTGTCTTGTGACGTCGCTTGG
FAM_F-CCTCTCGCGGCTACACC |
PCRII | PhoG100 | T =
ol cc 3[R GTTICITATGCGTCATAATCAGGCGG 228249 |

2.3. Gii ma va xir ly dir liéu trinh ty

Truée khi tién hanh gidi trinh ty, 1t ca san pham
PCR dugce tinh sach béi kit Expin™ PCRSV
(GeneAll) dé dam bao chat luomg cho viec giar trinh
tu. Phan tich doan dugc thire hién trén hé théng may

ABI 3730XL (Thermo Fisher Scientific) tai Cong ty
1* Base (Singapore). Phian mém Peak Scanner v2.0
(Applied Biosystems, 2006) duoc si dung dé ghi
nhan kich thude chinh xac cta cac alen tr file dir ligs
fasta (fsa).
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2.4. Nghien ciu di truyén quin thé tdm hum
xanh

24.1. Khio sit da dang va sur khéc biét di truyén

Pa dang di truyén cua quan thé tém hum xanh
tai hai khu vie dia ly (Viét Nam va Sri Lanka) dugc
khao sat théng qua cic gia tri: S6 lugng alen va s¢
alen trung binh trén timg locus (Na), sé alen hiéu
qua (Ne), di hop tr quan sat (Ho), di hop tir mong
dg (He) va b 1€ locus da hinh (%P) sir dung phan
mém GenAlEx v6.5.1 (Peakall va Smouse, 2006).

Tinh toan cic chi s6 khac biét di truyén (Fsp)
gitra cac quan thé, va chi s8 AMOVA véi tan sé hoan
vi (No. of permutations) J& 999 va gia tri tin cay (p-
value) thong qua phan mém Arlequin v3.5 (Excoffier
va Lischer, 2010) véi dir lidu ddu vao dugc tao ra fir
phin mém GenAlEx.

2.4.2 Xy dumg cau tnic quan thé tom him xanh

Dé xac dinh cdu tnic di truyén dac trung d6i vai
quan thé tom hum xanh, phan tich da biét thirc cac
thanh phan chinh (Discriminant Analysis of Principal
Components-DAPC) (Jombart et al, 2010) sir dung
g6i dir lieu adegenet v1.3.1 (Jombart and Ahmed,
2011) duoc thye hién bing phin mém R v3.5.1 (R
Core Team, 2017). Tinh nang findcluster dua theo
thong s6 BIC (Bayesian Information Criterion) dugc

tién hanh véi gia lap s6 cdu tric nhom la K=14.
Théng s6 BIC dugc biéu dién trén dé thi nhu mét
ham cia gia ri K. va gia tri BIC tai vi tri giam thdp
nhét tvong img véi s6 nhom (K) t8i wu. Cdu tric di
truyén quin thé dugc biéu hién bing tinh ning
compoplot (biéu d6 thanh thé hign xac sudt gan
nhém cta cac ca thé cho cac nhém) tich hgp trong
g6i dir héu adegenet.

8. KET QUA VA THAO LUAN

3.1. Pa dang di truyén quan thé tdm hium xanh

Su da dang di truyén quén thé tom hum xanh P,
homarus theo timg locus va gitra cac khu vuc nghiéa
cins duge thé hién & bang 2. Nam microsatellite chon
loc trong nghién ciru déu thé hién tinh da hinh cao
vé tong cong 50 alen trén har quin dan duge xac
dinh voi kich thuéc dao dong tir 181 bp dén 375 bp
(Hinh 2). Céc alen xuat hién vé1 tan sé cao & ca 2
quén thé ndm rai rac & cic vi tri nhu alen 366, 370
(locus Pho-(G45), alen 181 (locus Pho-G45), alen 200
(locus Pho-G74), alen 247 (locus Pho-G91), alen 234
(locus Pho-G100). Cac alen dac thu xuat hién nhidu &
quan dan Viét Nam (12 alen, chi yéu & cac locus
Pho-G45, Pho-G74, va Pho-G100, trong khi d6 Sri
Lanka c6 8 alen ddc thu, chd y&u & locus Pho-G62, va
Pho-G100 (Hinh 2).

T T T

]

=i

Hinh 2. A: Tén s6 alen tai 5 vi tri microsatellite trén qu4n dan tdm hum xanh tai Vi¢t Nam va Sri Lanka. Céc

alen @3c thu cho qudn thé tai cac vi tri dugc in dam. B:

Hinh 4nh dai dién alen trén may ABI da phan tich véi 2

dai mau FAM va HEX
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et

Da dang di truyén clia quan thé tom hum xanh &
Viét Nam cao hon Sri Lanka. Téng s6 alen trén cac vi
tri khio sit lan lupt la 42 (trung binh
8,4+1,778/locus) va 38 (trung binh 7,6x1,166/locus);
s¢ alen hiéu qua tung binh (4,26+0,896 va
3,63+0,667); s6 di hop quan sat/di hop tr mong doi
(0.54020,108/0,69620,09 va 0,453+0,069/0,687+0,053).
S8 lugng alen trén mdi locus ghi nhan duoc c6 sy
tuong dong nhat dinh & ca hai quén thé, trong do
quén thé Viet Nam tir 3 - 13 va quan thé Sn Lanka la
6 - 12. S6 lugng alen cao nhat duoc ghi nhan & locus
Pho-G100 (12-13 alen) va thdp nhat & locus Pho-G62
clia quan thé Viet Nam (3 alen). Trong téng s6 5

locus microsatellte, 3 locus (Pho-G45. Pho-G74 v.a
Pho-G100) cho thiy da dang di truyén cao hen &
quan thé tom ham xanh cua Viet Nam so voi Sri
Lanka. S alen Tn hrot 13 9, 11 va 13 & Viét Nam, so
v6i 6, 8va 12 &'Sri Lanka: s6 alen éu qua - $6 di hop
tr quan s4t/mong doi 14n lugt 1a 4.885 - 0.3/0,794 vi
4950  0233/0.798 (locus Pho-G45): 4775
0.787/0,791 va 4,918 - 0,267/0,797 (ocus Pho-G74);
6.897 — 0,800/0,855 va 4327 — 0,600/0,769 (locus
Pho-G100). O locus Pho-G91, sé alen bang ohau,
nhing da dang di truyén cia quan thé Viét Nam cao
hon (Bang 2).

Bing 2. Da dang di truyén & céc quén thé tdm hiun xanh theo timg locus va gifa céc khu vyc
Quan thé Locus Na Ne Ho He %P | HWE test
Pho-Gd5 9 4,865 0,300 0,794
Pho-G62 3 1542 0,533 0352 ns
, Pho-G74 11 4,775 0,767 0,791 wue
Vigt Nam
(N=30) Pho-G91 6 3,220 0,300 0,689 100 | +++
Pho-G100 13 6,897 0,800 0,855 4.
Téng 42 4,260+0,896 | 0,540+0,108 | 0,696+0,09
(TB:SE) | (8,4%1,778)
Pho-G45 6 4,959 0,233 0.798
Pho-G62 6 2,187 0,500 0,543 ses
Srilanka | _PhOG74 8 4,918 0,267 0,797
~N30) Pho-G91 6 1,925 0,233 0,481 100 | #+«
Pho-G100 12 4,327 0,600 0,769 sos
(TI;:SSE) (7'63:11 6 | 3060667 | 036720077 | 067720069
ot | peey | ostomny | 396053 | 045320069 | 0.687:0053

Ghi chii: TB+SE: gid tri trung binh + sai so’ chudn; ns: Sai khac khong co y nghia so voi dinh lugt Hardy-
Weinberg: (*): Sai khac ¢ y nghia so voi dinh ludt Hardy-Wemberg (* P<0,05, ** P<0,01; *** P<0.001);

N: 50 cd thé: Na: So' lrong alen/locus: Ne: s6 alen hiéu qua; Ho: dj hop tir quan sat; He: di hop tu mong
doi: P-vi tri da hinh; HWE test: kiém tra qui lugt Hardy Weinberg.

Cac kiem dinh di truyén quan thé tom him xanh
vén timg vi tri microsatellite chi ra d¢ léch dang ké
(9/10 vi tri microsatellite trén hai quan dan nghién
ctu 1a sai khac ¢6 ¥ nghia thong ké véi gia tri P<0,01)
so voi can bang Hardy Weinberg, ngoar trir locus
Pho-G62 ¢ quan thé Viét Nam la tuan theo dinh luat
can bing HW (Bang 2).

3.2, Sy khac biét di truyén gitra cac quén thé tdm
hum xanh

Két qua phan tich cho thay su sai khac di truyén
(Fst) c6 ¥y nghia théng ké gitra hai quén thé tom him
xanh Viet Nam va Sri Lanka (Fst=0,021; P=0,0018
<0,05). Két qua phan tich AMOVA (Bang 3) cho thy
da dang di truyén & mic dé phan nr chu yéu la gita
cac ca thé trong quén thé (53.87%) va gitra cac ca thé
(45,73%) va c6 vy nghia thong ke (F,=0,54, P<0,001:
I,=0,54, P<0,001). Trong khi murc d6 da dang cua 2
quan thé tém hum xanh khi so sanh véi nhau 1A rat
thap (0.4%) va khong co y nghia thang ke (P>0,05).
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Bing 3. Két qué phan tich phuong sai phan tir (AMOVA) ctia c4c qudn thé tém him xanh

L . Dot | Téng binh | Thanh phan Phan tram Fixation o
Ngun bién dong do phuong bién dong bién dong index GlawiP
Gitra c4c quan thé 1 4,392 0,009 04 F5=0,004 0,99
Giira c4c ca thé trong
o e 58 220,6 1335 53,87 Fis=054 | <0,001
Giira cac ca thé 60 68 1,133 45,73 F=0,54 <0,001

3.3. C3u tric quin thé tdm him xanh

Phén tich DAPC vé cdu tric di truyén quén thé
tom him xanh dugc trinh bay & hinh 3. Thang s6
BIC cho thiy s nhém quan thé t6i uu la 2 (Hinh
3A). Biéu ¢ thanh thé hién xdc xust gan nhém cang
thé hién 2 nhém quén thé riéng biét, diéu nay cho
thdy c6 su phan tach ro rét gitra quan dan tom hum
xanh cua Viét Nam va Sri Lanka (Hinh 3B).

#\ ki Nam w S banks

Hinh 3. Phan tich DAPC c4u tric di truyén quén thé
tém hitm xanh tai Vieét Nam va Sri Lanka.

A. Gia tri BIC (Bayesian Information Criteria)
thé hign s6 nhém 167 wu; B, So do thanh thé hién xac
xudt gdn nhém cuia céc cd the.

Toém huim xanh Panulirus homarus phan bé rong
& An Do Duong - Tay Thai Binh Duong, tr Déng
Nam chau Phi dén bién A Rap va phia Pong dén
Nhiat Ban, Indonesia va Bic Australia (Phillips,
2013). Nghién ciu vé lich sir bién hoa va dia sinh héa
ghi nhan m¢t sé phan loar clia Panulirus homarus
(Al-Breiki ef al, 2018; Farhadi ef al, 2017; Reddy,
2013). Céac phan tich sir dung chi thi phan tr cua ti
thé, gen nhan va chi thi microsatelite cho thay ton tai
it nhét ba hogc bén phan loar c6 pham wi phan bé dia
Iy khac nhau, vi du nhu Panulirus homarus rubellus
phan bé & Tay Nam An D¢ Duong: Panulirus
homarus “brown” chi c6 ¢ quan diao Marquesas,
trung tam Théa Binh Duong; va P. h homarus co
viing phan bd rong rai & cac khu vuc con lai; phan
loa1 P. h. megasculptus & Tay Béc An Do Duong (chti
yéu 14 bién A Rap) van chua duge kiém chimg (Al
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Breiki e/ af, 2018; Farhadi et al, 2017; Lavery et al,
2014; Singh et al, 2018). Viet Nam thuoc khu vic
nhiét doi cita An Do Duong - Tay Thai Binh Duong,
chi yéu ton tai phan loai 2. h. homarus.

Nghién ctu ndy khio sat da dang di truyén va
cau tric clia tém hiim xanh & Viet Nam (thuoc Tay
Thai Binh Duong) va so sanh v6i quan thé tom hum
& Sri Lanka (thuge An D Duong) véi 5 trong s6 15
chi thi Microsatelite cong b bén Delghandi va cs
(2016) dugc ua chon. Qua khao sat 96 ca thé tom
hiim xanh tir Viét Nam, (Delghandi e/ a/, 2016) cho
thay s6 alen dao dong tir 3-10, véi di hep tr quan
sat/mong doi 14 0,021-0,818 va 0,021-0,858 trén 15 chi
thi. Két qua nay c6 su tuong dong véi cac thong sd vé
da dang di truyén tém hum xanh Viét Nam (s6 alen
312, di hep tr quan sit/mong doi
0,540+0,108/0,696+0,09, n=30). So sanh véi tom hitm
xanh & Indonesia (n=7), tém hum Vi¢t Nam ciing thé
hién su da dang di truyén cao hon, tuong tr nhu két
qua hién ta véi tdm hum xanh & Sri Lanka (n=30)
(Bang 2). Diéu nay ¢ thé giai thich do sé lugng thu
méu nhé (trong truémg hep & Indonesia), hoac gioi
han dia diém thu mau (1 dja diém ca & Indonesia va
Sri Lanka), trong khi d6 tém him xanh & Viet Nam
duoc thu tir cac dia diém khac nhau doc theo bo bién
mién Trung, Viet Nam. Theo nghién ciu cua
Delghandi va cs (2016), 10 trong téng s6 15 locus
cho thdy su sai khac c6 y nghia vén dinh luat HW va
dé xudt nguyén nhan c6 thé do s luong c4 thé nho,
sur hién dién caa null alen hodc tréi dat di truyén. Két
qua hién tai cong ghi nhan 9/10 vi tri microsatellite
b su sai khéc, va chi co mét vi tri (Pho-G62) & quan
thé Viét Nam 1a tuan theo dinh luat HW (Delghandi
et al, 2016).

Gia tri khac biet di truyén Fst cho thay su phan
tach c6 y nghia thong ké gitra 2 quan thé ¢ Viét Nam
va Sri Lanka. Tuy nhién, phan dch AMOVA khong
thé hien sur sai khic ¢6 y nghia gida hai quan thé
(0.4%, P>0,05). Sir ket néi di truyén & ca pham vi phan
b6 hep va ¢ qui mé lon duoc quan sat & tém hum
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bong (Dao et al, 2015), tém hum xanh (AtBreiki et
al, 2018; Galindo et a/, 2006) va tom hum chau Au
(Ellis ef al, 2017). Rét nhiéu yén t6 nhu dong chay
dai duong, giai doan au trung tréi ndi, sy lwu giir du
trung tai noi sinh ra (larval retention) c6 thé dan dén
sur lién két rong rai cua cac quan thé tom hium & cac
khu vire dia ly cach xa nhau. Trong nghién ctru hién
tai, tom him xanh & Viét Nam va Sri Lanka thuoc 2
dai duong voi cac dic tinh khac biét, thé hién su
phén tach rd rét dua vao phan tich DAPC (hinh 3).
Sy phén tach quén thé sinh vat giira hai dai duong
dugc ghi nhan trén nhiéu sinh vat bién (Postaire ef
al, 2017, Salas et al, 2019), tuy nhién, chua ghi nhan
sy phan tach cta cac loai tom hum. Nam 2013, Reddy
(2013) phat hién cac quan thé phu (subpopulation)
cha phén loai 2. h. rubellus phan bé & bo bién chau
Phi, lien quan mat thiét dén dong chiy bé mat.
Permana va cs (2019) sir dung chi thi COI cia DNA
ti thé ghi nhan su phan tich cia quan thé tom hum
xanh & Indonesia véi cac quan thé & An Do Duong
(Sri Lanka, An D6, Omans, Iran) va bién Pong (Viét
Nam, Dai Loan) (Permana ef a/, 2019). Déi voi tom
hiim chau Au (Homarus gammarus.), su phan tach &
qui mé 16n ciing duoc ghi nhan gitra quéan thé & Thuy
Dién va & Pai Tay Duong (Ellis ef 2/, 2017). Nghién
ciu doc theo khu vuc phan b8 cua P homarus,
Farhadi va ¢s (2017) nhan thay su phan tach cua cac
quén thé ngoai bién (phan loai P. A. rubellus @ Nam
Phi va Madagascar, P, A. “brown” & dio Marquesas,
trong khi cic quan thé & An D¢ Duong-Thai Binh
Duong (phan loai £ 4. homarus) thé hién su két néi
réng rai (mac dit co su phan héa theo khu vire dia ly)
(Farhadi ef al, 2017). Nghién ctu nay cho thay sy
phan tach cia quén thé tém him xanh ¢ Viet Nam va
Sri Lanka (gia tri Fst, phan tich DAPC), tuy nhién,
kiém tra AMOVA lai khong thé hien mue sai khac cé
y nghia gitra 2 quan thé.

Mac di con han ché vé s6 luong va khu wie thu
mau trong pham vi phan bd rong cia térm him xanh
nlumg nghién ciu nay gop phan danh gia da dang di
truyén va phan dinh quan thé tom ham xanh Viet
Nam, lam co s& cho cong tac bao tén, quan ly nguén
lgi, phat trién nuoi tréng thiy san va di truyén chon
giong.

4. XET LUAN VA KIEN NGHI

Nam chi thy Microsalebte himi heu trong khao
sat da dang. khac biét di truyén va cau truc quan thé
tom ham xanh & Viet Nam va Sri Lanka. Tong so 50

90

alen duge phat hien (42 & Viet Nam, 38 ¢ Sri Lanka), ¢

9/10 vi tri microsatelbte khong tuan theo dinh lugt -

can bing HW.

- Quin thé tom hitm xanh Vigt Nam thé hign da
dang di truyén cao hon quén thé Sn Lanka (s6 alen
focus - di hop tr quan sat/mong den ldn luot 1a
841,778 - 0,540+0.108/0,696+0,09 va 7.6+1,166 -
0,367+0,077/0,6770,069). Phan tich DAPC théng
qua so dé thanh (mau do va mau xanh) cho thiy sy
phén tach ro rét gitra hai quin thé.
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MICROSATELITE MARKERS FOR SEPARATION VIETNAM AND SRI LANKA SPINY LOSTER
(Parulinus homarus) POPULATIONS
Nguyen Nguyen Thanh Nhon, Dang Thuy Binh,
Tran Quang Sang, Nguyen Minh Chau, Pham Thi Hanh
Summary

Spiny lobster (Parulinus homarus) widely distributed in Vietnam, is a high-value seafood and mayor cultured
species in the central provinces. 5 Microsatelite markers are used to investigate diversity, genetic
differentiation, and population structure of spiny lobster tn Vietnam and Sn Lanka. Total of 50 alleles were
detected (42 in Vietnam, 38 in Sn Lanka), 9/10 microsatelite loci dewiated from Hardy-Weinberg
equilibnum. P homarus population 1n Vietnam exhibited higher genetc diversity than Sri Lankan
population (number  of allele/oocus;  observed/expected  heterozygous are  8.4x1.778;
0.540+0.108/0.696+0.09 and 7.6£1.166; 0.367+0.077/0.677+0.069). The Fst value (0.021; P<0.05), DAPC
analysis showed the disconnectivity between the two populations, while AMOVA test showed no significant
difference (P=0.99). The present study provides data on the genetic characteristics of P. homarus
population in Vietnam based on comparison with Sri Lanka’s population. Collecung P. homarus samples
throughout its distnbution range, and ine additional micr Ilite markers 1s essential to formulating

strategies for conservation and sustainable management of fisheries resources.
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spiny lobster.
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